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1. Personal information
e Name: Vajna Balazs
Place and Date of Birth: Budapest, 29" August 1979
Citizenship: Hungarian
Working address: ELTE, Department of Microbiology
Pazmany Péter stny. 1/C; Budapest; Hungary 1117
e-mail: vajna.balazs@ttk.elte.hu
e home page: https://mikrobi.elte.hu/vajna_balazs_en
2. Education
e 1998-2004 — Biology MSc at the E6tvos Lorand University, Faculty of Science
Title of the MSc thesis: Detection of family Desulfovibrionaceae with classical and
molecular tools from reed rhizosphere of Lake Velencei
e 2004-2007 — PhD studies at the E6tvos Lorand University
December 2010 — thesis defence with summa cum laude grade
Title of the PhD thesis: Characterization of bacterial community changes during oyster
mushroom substrate preparation using molecular methods — The optimization and
applicability of the T-RFLP data processing

3. Employment history
e December 2007 — May 2012 — Research assistant at the Department of Microbiology,
E6tvos Lorand University
e From June 2012 — Assistant lecturer at the Department of Microbiology, E6tvos Lorand
University
e From January 2015 — Assistant professor at the Department of Microbiology, E6tvos
Lorand University

4. Language skills
¢ good working knowledge of both written and spoken English and German

5. Study abroad

e April-June 2003 — Erasmus scholarship in Kuopio, Finland
Topic: Detection of enteroviruses with the help of coliphages in drinking and waste
waters

e November 2011 — Laboratory of Environmental Microbiology, Academy of Sciences of
the Czech Republic, Prague, Czech Republic
Topic: Measuring activities of lignocellulose degrading enzymes

e March-July 2013 — Joint FEMS-ESCMID Research Fellowship, IAM Nancy-INRA,
France
Topic: Exploring the role of bacterial communities on lignocellulose degrading
activities and sporocarp formation of Pleurotus ostreatus in a mushroom production
model system

6. Awards
e 2007: FEMS Young Scientist Meeting Grant — Zadar, Power of Microbes

7. Membership
e From 2003 member in the Hungarian Society of Microbiology

8. Teaching activities
¢ Holding lectures and practical courses at the Department of Microbiology
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e Supervision of 2 PhD student, 5 successful MSc thesis and 6 successful BSc thesis

9. Research areas
o Detection of the family Desulfovibrionaceae with classical and molecular methods from
reed rhizosphere in lake Velencei (during MSc studies)

Characterization of bacterial community changes during oyster mushroom substrate
preparation using molecular methods — The optimization and applicability of the T-
RFLP data processing (during PhD studies)

Bacterium — fungus interactions during growth substrate colonisation and fruiting body
formation of oyster mushroom (Pleurotus ostreatus): succession of bacterial
community composition (16S rDNA based T-RFLP and NGS) and oyster mushroom
lignocellulose degrading activity

Effect of mycotoxins on the cultivation of button and oyster mushroom, role of
microbiota of possible mycotoxin degradation

Effect of local climate change (multiannual extreme drought and rain manipulations) on
fungal diversity in a sandy grassland

Other areas:

o Analysis of button mushroom compost with near infrared spectroscopy (NIR)

o Monitoring industrial waste water systems with molecular microbiological
methods

o Monitoring bacterial communities during biogas production

10.  Summary of publication activity

Cumulative impact factor: 57.25

Total independent citations: 187

H-index: 10

Researcher ID: F-7855-2011

MTMT (Hungarian Scientific Bibliography):
https://m2.mtmt.hu/qui2/?type=authors&mode=browse&sel=10020452

Orcid: https://orcid.org/0000-0002-5604-7997

Google Scholar
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